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	PART  1: Comments



	
	Reviewer’s comment

Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.

	Author’s Feedback(Please correct the manuscript and highlight that part in the manuscript. It is mandatory that authors should write his/her feedback here)

	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimumof 3-4 sentences may be required for this part.


	Authors ststed that “Molecular docking studies revealed that compounds C2 and C6 exhibit significantly higher binding affinities toward the target protein than the reference drug chloroquine.” But, the chemistry and structures of the C2 & C6 is no where explained and discussed. The structure C2 and C6 are hypothetical and not justified. 
In Molecular modeling studies, the workflow for protein structure sources (PDB IDs), docking software protocols, force fields, and validation protocols is not described in detail. Furthermore, Molecular dynamics (MD) simulation parameters and ADMET/toxicity predictions for drug-likeness assessment of compounds (C2-C6) require proper justification.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Yes 
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract of the manuscript is not well written, research methods and findings are not clearly understood with proper justification. Major revision is required in the abstract. 

	

	Is the manuscript scientifically, correct? Please write here.
	Explanation for Fig. 1. Docked pose of C2 with 1BZY  and Fig. 2. The docked pose of C6 with 1BZY is nowhere reflected in the entire manuscript
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.

-
	References are not appropriately cited and but not critically studied 

Reference formatting is Inconsistent; Reference Style. Author details, journal Name, year is not as per the unique reference style (Refer Reference No:2, 4, 5, 11, 12, etc)
	

	Is the language/English quality of the article suitable for scholarly communications?


	The manuscript exhibits poor English expression and numerous grammatical errors, which compromise readability and undermine its scholarly presentation.  

The introduction and Methodology sections are not well-written; they're overly descriptive and read more like textbook material rather than a focused research article.
	

	Optional/Generalcomments


	The abstract is not appropriate; it lacks sufficient background, rationale, and details of methodology.

Molecular docking of chloroquine derivatives has already been widely reported in the literature. The rationale for selecting Human HGPRTase as a target is not convincing and not adequately justified. The docking protocol is inadequately described, and reproducibility is questionable. The figures (docked poses of C2 and C6) are not well-explained, and the captions are incomplete and not discussed logically.
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	Author’s comment(if agreed with the reviewer, correct the manuscript and highlight that part in the manuscript. It is mandatory that authors should write his/her feedback here)

	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in detail)
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