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	PART  1: Comments


	
	Reviewer’s comment

	Author’s Feedback (Please correct the manuscript and highlight that part in the manuscript. It is mandatory that authors should write his/her feedback here)

	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.

	The article contributes to the field of knowledge about selective sweeps greatly because it combines classic technologies and recent machine learning algorithms to improve the ability to detect it in a wide range of populations and genomic settings, which is advantageous in the study of evolution.
	

	Is the title of the article suitable?
(If not please suggest an alternative title)

	Yes
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.

	Although the abstract is generally comprehensive, it might contain certain examples of FlexSweep and DANN applications, and explain how these two methods are complementary to each other in the process of studying various forms of selective sweeps.
	

	Is the manuscript scientifically, correct? Please write here. 
	Yes
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
-
	
	

	
Is the language/English quality of the article suitable for scholarly communications?

	

Yes


	

	Optional/General comments

	
This publication is a contribution to the classical population genetics and the current methods of computation, providing meaningful insights into the detection of adaptation to the researcher of genomics and answers the long-standing questions in the field of demographic modeling and signal interpretation.

Should note the complete analysis and to further expand the description of methods and findings in order to make them widely accessible and comprehensible in the scientific community.
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	Reviewer’s comment
	Author’s Feedback (It is mandatory that authors should write his/her feedback here)


	Are there ethical issues in this manuscript? 

	(If yes, Kindly please write down the ethical issues here in details)
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