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PART 1 (Importance of the manuscript)
	
	Comments of the Reviewers
	Author’s Feedback 



	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.
	This manuscript makes a particularly illuminating contribution to the scientific community by adopting a systemic and integrated approach. Through a rigorous analysis of the entire value chain, the authors pinpoint the methodological and operational bottlenecks hindering the actual use of crop wild relatives. The text offers a highly lucid assessment of current limitations, aptly reminding us that the accumulation of massive genomic datasets or the discovery of candidate genes offers no guarantee of direct agronomic impact in the face of real-world climate stresses. Finally, this article provides a valuable methodological roadmap for researchers, curators, and breeders, proposing concrete strategies to make the entire pipeline more interoperable, repeatable, and grounded in real-world environmental conditions.
	


PART 2.1 (Objective Evaluation)
	

	
	Rating of the Reviewers
	Author’s Feedback (Revision of the Manuscript and Feedback of Authors are mandatory for Rating of 2 and 1)

	1. Is the title clear and appropriate for the paper? 

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

5 = Excellent
	

	2. Is the abstract of the article comprehensive? 

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

4 = Good
	

	3. Are the keywords appropriate and useful?

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

4 = Good
	

	4. Is the background information of the paper sufficient and well organized?

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

5 = Excellent
	

	5. Are the objectives clearly stated?

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

5 = Excellent
	

	6. Is the literature review relevant?

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

5 = Excellent
	

	7. Is the literature review recent?

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

5 = Excellent
	

	8. Is the literature search methodology explained properly? 

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

4 = Good
	

	9. Is the Critical analysis of literature done?

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

5 = Excellent
	

	10. Is Identification of research gaps/future directions done ?

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

5 = Excellent
	

	11. Are the conclusions logically arrived?

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

5 = Excellent
	

	12. Are the limitations of the paper discussed?

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor N/A = Not Applicable
	Rating Scale: 

4 = Good
	

	13. What is the Quality of references (i.e. from peer reviewed authentic sources)
Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor 

N/A = Not Applicable
	Rating Scale: 

5 = Excellent
	

	14. Is the manuscript written in clear and understandable language?

Rating Scale: 

5 = Excellent 4 = Good 3 = Satisfactory 2 = Needs Improvement 1 = Poor 

N/A = Not Applicable
	Rating Scale: 

5 = Excellent
	


PART  2.2 (Subjective Evaluation)
	
	Reviewer’s comment


	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Is the title of the article suitable?

If your answer is NO, please provide a brief, clear suggestion for improvement.
	YES.

The current title "Crop Wild Relatives and Global Genebanks for Climate-Resilient Agriculture: From Genomic Discovery to Pre-Breeding" is entirely appropriate, precise, and representative of the article's content. It clearly articulates the subject of study, the context of application, and the full methodological scope covered. No changes are necessary.
	

	Is the abstract of the article comprehensive? 

If your answer is NO, please provide a brief, clear suggestion for improvement.
	YES.

The article's abstract is particularly comprehensive, balanced, and faithful to the manuscript's overall content. In a single, fluid paragraph, it successfully synthesizes the entire value chain under study—ranging from *ex situ* conservation in global gene banks to field validation and pre-breeding, while covering genomic discoveries (pangenomics, landscape genomics) and current limitations in phenotyping and genomic prediction. It clearly outlines the central problem, key findings, and the study's main recommendation. No changes are required.
	

	Is the manuscript scientifically correct? 

If your answer is NO, please provide a brief, clear suggestion for improvement.
	YES.

 The manuscript is scientifically accurate, rigorous, and thoroughly documented. Fundamental concepts in quantitative genetics, population genomics, abiotic stress physiology, and plant genetic resource management are handled with great theoretical and practical mastery. The text’s accuracy relies notably on: Precise biological distinctions—the authors carefully differentiate between stress tolerance measured in controlled environments (biomass, survival) and actual agronomic performance in the field (grain yield), thereby avoiding the overinterpretations often found in the literature. Accurate analysis of genomic tools—the limitations of landscape genomics (risks of false positives due to demographic structure) and single reference genomes (alignment bias masking structural variations) are described impeccably. Caution regarding new biotechnologies—genome editing and *de novo* redomestication are presented in light of current evidence levels (proofs of concept), without overlooking the complexity of polygenic traits or the constraints imposed by pleiotropy or epistasis.
	

	Are the references sufficient and recent? 

If your answer is NO, please provide clear suggestion for improvement.
	YES.

The bibliographic references are more than sufficient, highly relevant, and particularly up-to-date.

Sufficiency: The manuscript draws on a solid and representative body of literature (covering the period from 1997 to July 2026), combining very high-impact journals (Nature, Science, Trends in Plant Science), key specialized journals (TAAG, Plant Biotechnology Journal), and essential institutional reports (FAO, CGIAR, Crop Trust).

Recency: The vast majority of the cited literature comes from the last five years, thereby capturing the latest advances in pangenomics, landscape genomics, genome editing, and pre-breeding methodologies. Essential foundational works have been retained to ground the theoretical framework.

No suggestions for improvement or the addition of further references are required.

	

	Are there ethical issues in this manuscript?

(YES or NO)

(If yes, kindly please write down the ethical issues here in details)


	NO.

The manuscript does not raise any ethical concerns.

It is a critical review of the scientific literature based exclusively on the analysis of secondary bibliographic data, genetic accessions publicly stored in global gene banks, and previous publications. It does not involve any direct experimentation on human subjects, animals, genetically modified organisms in the field, nor does it involve illegal access to unauthorized genetic resources. Furthermore, the principles of the International Treaty on Plant Genetic Resources for Food and Agriculture (ITPGRFA) and the Nagoya Protocol on Access and Equitable Benefit-Sharing (ABS) are properly addressed and respected within the conceptual framework of the study.
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